An intrastrain variation of a 189-bp repeat region in the human cytomegalovirus replication origin.
A 189-bp repeat has been reported previously to be present in the replication origin (ORI) of Human cytomegalovirus (HCMV) Towne strain and to contain essential and supporting sequences (Chen et al., Arch. Virol. 141, 13301 (1996)). In this study, clones of HCMV strain Towne were isolated and analyzed for the copy number of the 189-bp repeat within its ORI (oriLyt). Southern blot analysis revealed that out of 14 clones, two contained a dimer, two contained a tetramer, and the remaining contained a trimer of the 189-bp repeat. Nucleotide sequence analysis disclosed that, within the dimer and the tetramer, the 189-bp repeat was present in a directly repeated manner. In this way we demonstrated an HCMV intrastrain variation in the copy number of the 189-bp repeat. Dot blot hybridization and growth curve analysis showed that the clones containing the dimer or the tetramer replicated in infected cells with similar efficiencies. We conclude that the HCMV oriLyt with spatial separation of the essential flanking regions by various copy number of the 189-bp repeat acts as ORI in the viral genome.